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3 <110> APPLICANT: Cho, Ho S 

4 Daniel , Thomas 

5 DiMarchi, Richard 

6 Hays, Anna-Maria 

7 Wilson, Troy 

8 Sim, Bee -Cheng 

9 Litzinger, David 

11 <120> TITLE OF INVENTION: Modified Human Four Helical Bundle Polypeptides and Their 

Uses 

13 <130> FILE REFERENCE: AMBX-0028 . 00PCT 
C--> 15 <140> CURRENT APPLICATION NUMBER: US/10/587 , 37 1 
C--> 15 <141> CURRENT FILING DATE: 2006-07-26 

15 <150> PRIOR APPLICATION NUMBER: 60/541,528 

16 <151> PRIOR FILING DATE: 2004-02-02 

18 <150> PRIOR APPLICATION NUMBER: 60/581,314 

19 <151> PRIOR FILING DATE: 2004-06-18 

21 <150> PRIOR APPLICATION NUMBER: 60/581,175 

22 <151> PRIOR FILING DATE: 2004-06-18 

24 <150> PRIOR APPLICATION NUMBER: 60/580,885 

25 <151> PRIOR FILING DATE: 2004-06-18 

27 <150> PRIOR APPLICATION NUMBER: 60/638,616 

28 <151> PRIOR FILING DATE: 2004-12-22 
30 <160> NUMBER OF SEQ ID NOS : 46 

32 <170> SOFTWARE: Patentln version 3.3 

34 <210> SEQ ID NO: 1 

35 <211> LENGTH: 217 

36 <212> TYPE: PRT 

3 7 <213> ORGANISM: Homo sapiens 
39 <400> SEQUENCE: 1 

41 Met Ala Thr Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu Leu 

42 1 5 10 15 

45 Cys Leu Pro Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr lie Pro Leu 

46 20 25 30 

49 Ser Arg Leu Phe Asp Asn Ala Met Leu Arg Ala His Arg Leu His Gin 

50 35 40 45 

53 Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu Glu Ala Tyr lie Pro Lys 

54 50 55 60 

57 Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro Gin Thr Ser Leu Cys Phe 

58 65 70 75 80 

61 Ser Glu Ser lie Pro Thr Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys 

62 85 90 95 

65 Ser Asn Leu Glu Leu Leu Arg lie Ser Leu Leu Leu lie Gin Ser Trp 

66 100 105 110 

6 9 Leu Glu Pro Val Gin Phe Leu Arg Ser Val Phe Ala Asn Ser Leu Val 
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97 <210> SEQ ID NO: 2 

98 <211> LENGTH: 191 

99 <212> TYPE: PRT 

100 <213> ORGANISM: Homo sapiens 
102 <400> SEQUENCE: 2 
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149 180 185 190 

152 <210> SEQ ID NO: 3 

153 <211> LENGTH: 176 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Homo sapiens 
157 <400> SEQUENCE: 3 

159 Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 

160 15 10 15 
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163 Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Asn 

164 20 25 30 

167 Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn 

168 35 40 45 

171 Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 

172 50 55 60 

175 Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser 

176 65 70 75 80 

179 Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr 

180 85 90 95 

183 Asp Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg 

184 100 105 110 

187 Leu Glu Asp Gly Ser Pro Arg Thr Gly Gin lie Phe Lys Gin Thr Tyr 

188 115 120 125 

191 Ser Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn 

192 130 135 140 

195 Tyr Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr 

196 145 150 155 160 

199 Phe Leu Arg He Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 

200 165 170 175 

203 <210> SEQ ID NO: 4 

204 <211> LENGTH: 77 

205 <212> TYPE: DNA 

206 <213> ORGANISM : Methanococcus jannaschii 

208 <400> SEQUENCE: 4 

209 ccggcggtag ttcagcaggg cagaacggcg gactctaaat ccgcatggcg ctggttcaaa 60 
211 tccggcccgc cggacca 77 

214 <210> SEQ ID NO: 5 

215 <211> LENGTH: 88 

216 <212> TYPE: DNA 

217 <213> ORGANISM: Halobacterium sp . NRC-1 

219 <400> SEQUENCE: 5 

220 cccagggtag ccaagctcgg ccaacggcga cggactctaa atccgttctc gtaggagttc 60 
222 gagggttcga atcccttccc tgggacca 88 

225 <210> SEQ ID NO: 6 

226 <211> LENGTH: 89 

227 <212> TYPE: DNA 

228 <213> ORGANISM: Halobacterium sp . NRC-1 

230 <400> SEQUENCE: 6 

231 gcgagggtag ccaagctcgg ccaacggcga cggacttcct aatccgttct cgtaggagtt 60 
233 cgagggttcg aatccctccc ctcgcacca 89 

236 <210> SEQ ID NO: 7 

237 <211> LENGTH: 306 

238 <212> TYPE: PRT 

239 <213> ORGANISM: Methanococcus jannaschii 
241 <400> SEQUENCE: 7 

243 Met Asp Glu Phe Glu Met He Lys Arg Asn Thr Ser Glu He He Ser 

244 1 5 10 15 

247 Glu Glu Glu Leu Arg Glu Val Leu Lys Lys Asp Glu Lys Ser Ala Gly 
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